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Figure 2.4 Sample entry for human insulin as present in the Swiss-Prot database. Refer to text for furthes
details. Reproduced from the Swiss-Prot database on the Uniprot website htt://www.ebi.uniprot.org/

2.2.4 Polypeptide synthesis

Full-scale polypeptide characterization usually requires modest/large (milligram to gram)
amounts of the purified target poly peptide. Even larger quantities are then generally required
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